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INTRODUCTION
Viticulture in the Mediterranean basin is an old agricultural activity, dating to antiquity, and intimately associated with the history and culture of the
grapevine cultivation regions. Project MedVitis proposes an integrated effort by four Mediterranean partners from Greece, Slovenia, and Morocco,
aiming to protect the diversity of grapevine germplasm across the three countries, in order to better manage issues of grapevine identification,
genetic erosion, climate change and Vitis pathogenicity. In Slovenia, some old grapevine varieties are preserved in national collections; but there are
still many old varieties which are typical for specific agro-climatic areas and some have become important for the production of regional vines. The
identification of local, unknown varieties is often difficult by morphological descriptors alone, because there are many synonyms/homonyms of
particular local varieties.

MATERIAL AND METHODS
A set of 36 Vitis genotypes have been identified and selected for
further phenotypic (ampelometric) characterization and genetic
studies. This set consists of rare, unknown, resistant and standard
grapevine cultivars from all three wine-growing regions in
Slovenia, i.e. Podravje, Posavje and Primorska. Ampelographic
characterization consist of 85 OIV descriptors related to young
shoot, shoot, woody shoot, young leaf, mature leaf, flower, bunch
and berry. During the growth period several samplings were
performed and photo documented on each individual vine. Leaf
samples from the selected Slovenian genotypes were collected for
subsequent genotyping procedures. A set of different
microsatellite markers have been utilized, including the SSR
markers recommended as grapevine-specific molecular
descriptors by the OIV.
Table 1: List of O.I.V. descriptors to be observed
O.I.V. CODE
001, 002, 003, 004, 005
006, 007, 008, 009, 010, 011, 012, 013, 014, 015-1,
015-2, 016, 017
051, 053, 054, 055, 056
065, 067, 068, 069, 070, 071, 075, 076, 077, 078,
079, 080, 081-1, 081-2, 082, 083-1, 083-2, 084,
085, 086, 087, 088, 089, 090, 091, 093, 094
151
202, 203, 203, 204, 206, 207, 208, 209, 502
220, 221, 222, 223, 225, 226, 231, 232, 235, 236,
238, 241, 242, 243, 244, 503,
101, 102, 103, 104
301-304
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CONCLUSIONS
Diversity parameters, genetic structure and linkages of analyzed genotypes were assessed and
evaluated through different algorithms implemented into selected bioinformatics programs and
software packages. Ampelographic description and molecular characterization of selected
genotypes will enable the identification, characterization and preservation of valuable
autochthonous Vitis germplasm. Collected data will be used to upgrade and improve the national
collection inventories and databases.
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